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FIGURE S1. Rarefaction curves for (A) “all bacteria” samples and (B) “all fungi” samples.

Curves show the total assigned sequence-clusters detected relative to sample size in sequence number.
The vertical line corresponds to the number of sequence-clusters at which data were rarefied.
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FIGURE S2. Effect of abiotic and plant-specific factors on the composition of the endospheric (A) minor bacterial communities inhabiting the vine plant roots at the a-scale and (B) bacterial and fungal communities inhabiting the vine plant roots at the y-scale.
Percentages of explained deviance and significance were calculated using ANOVA-like permutation tests with canonical correspondence analysis (CCA).

(A) Results of the CCA at the a-scale for the two minor bacterial phyla. Black dots reprensent the samples and red cross represent sequence-clusters.
(B) Significant results of the CCA at the y-scale for the bacterial and fungal communities. Black letters reprensent the fields and red numbers represent sequence-clusters.

ANOVA tables show the significance

for the CCA model.

Factors tested: age of the vine plant, cultivar (Merlot or Cabernet Sauvignon), OM (Organic Matter), C/N ration (carbon/nitrogen ratio), pH and P,O, Factors which significantly influence the microbial composition are reported on tables.
Values are given (F-value) for the “all bacteria” / “all fungi” communities and the associated phyla when the explained deviance is significant (*, P < 0.05; **, P <0.01. *** P <(.001).
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